Sequence of all oligonucleotides used in study.



Primer name

Sequence (5’ ( 3’)



Construction of pRI

JK17
GGCTCGTATAATGTGTGGAATTCTGAGCGG



JK18
CCGCTCAGAATTCCACACATTATACGAGCC

Construction of pRI-GadY, pRI-YdaG

JK116
GTTATATTGAATTCACTGAGAGCAC



JK118
GAATAAGATTATAAGCTTTTACTCAGAC

JK119
TTACTCAGAATTCAAAAAAACCCGGC


JK120
TGGCTGATCTAAGCTTCAGTAAAAG

Construction of placZ-gadXgadY-10 mutant, placZ-gadXgadY

lacZ-S2
ACCGCCTCTCCCCGCGCGTT


lacZ-A1
GACAATTCCCATGTAGTGATTGCATAGCTGTTTCCTGTGTGAAATTGTTATCCGC


lacZ-S3
CCACAGGATCCGGCCGATTCATTAATGCAGC


GadX-S5
ATGCAATCACTACATGGGAATTGTC


GadX-A2
GAGTAATCGTCTGGCCATCG


GadX-DN-Nest3
CACACAAAGCTTGATTAGACTCTCGCTGGTATAC

Construction of gadYdeletion mutant strain and gadY –10 mutant strain (GSO111, GSO109)


JK114
ATGGCTGATCTTATTTCCAGTAAAAGTTATATTTAACTTGTGTAGGCTGGAGCTGCTTC


JK115
CTGCGGAAGGAATAAGATTATAGAGTTTTACTCAGACATACATATGAATATCCTCCTTAGT


GadY-promoter             AAAAATGGCTGATCTTATTTCCAGTAAAAGTGGGGGGTAACTTACTGAGAGCACAAAGTTTC       



CCGTGCCA
Northern analysis 


JK138
GAGGATAGTCTGCCGTCTCCAGACTAATAA


GadX-A1
GCTTGCATCCGCAAAAACCAGGTCACCGCC


GadAB-A1
ttcgtcgtcccaggtctggcagaaagtggccaggttctgacgagcgttgccatc
Primer extension analysis 


IS183-A4
CCCGGCATAGGGGACCGGG

3’ RACE analysis


E1
phosphate-UUCACUGUUCUUAGCGGCCGCAUGCUC-idT 


E4
GAGCATGCGGCCGCTAAGAACAGTGAA


JK108
Actgagagcacaaagtttcccgtgcc

GadX-S1
CTAGCCCGAATCGCCAGCGA


GadX-S2
GAGCGATCGGCGCAGAGATTGTCG



